Table S4. Summary of DEMGs.

) log2FC Expres ) )
Common Group Gene ID Symbol Hyper/Hypo Region . Putative Function
(RNA-seq) sion
-1.32 Nuclear envelope spectrin
LH Mvs.BLH M LOCI126982254 NESPRIN-I Hyper Gene body down )
- - - repeat protein 1
Gene_body/ -7.65
LOC126986769 Hypo down
Downstream
LOC126995008 Hypo Gene_body -2.37 down
2.35 NFXl1-type zinc finger-
LOC126999269 NFXI Hyper Gene_body up o ] )
containing protein 1-like
Gene_body/ 2.19 putative calcium activated
LOC127000230 CLCA2 Hypo up i
Downstream chloride channel regulator 2
LOC127003085 Hyper Gene_body 3.72 up
Gene_body/ -2.76 organic cation transporter
LOCI127003200 SLC2244 Hyper down )
Downstream protein
1.37 Sodium/potassium-
LOC127005145 ATPIA Hyper/Hypo Gene body up transporting ATPase
subunit alpha
Gene_body/ 3.08
LOC127005234 Hypo - up
Downstream
-2.70 NACHT, LRR and PYD
LOC127008547 NLRPI10 Hypo Gene_body down ] o .
domains-containing protein
LH Lvs. BLH L. LOC126981298 CLCN?2 Hypo Gene_body 1.28 up Chloride channel protein 2
2.26 Ankyrin repeat and IBR
LOC126983631 ANKIBI Hypo Gene_body up domain-containing protein
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4.08 cleavage stimulation factor
LOC127009067 CSTFI Hyper Gene_body up .
subunit 1
LOC127009804 Hypo Gene_body -1.42 down

LOC127009806 Hypo Gene_body -1.59 up




